[16S rRNA gene in community structure analysis and the optimized amplification--a review].
The purpose of this review was to offer reference for the study of community analysis in which 16S rRNA was taken as target molecule. We summarized the information of 16S rRNA including its function in cells, transcription organization, the position of variable regions and conserved regions, copies numbers of 16S rRNA gene, secondary structure, some artifacts generated during PCR amplification and the solution to avoid the artifacts.